03 




SEQUENCE LISTING 



' <110> Burrell, Michael M. 

Cambridge, Amanda P. 
Maunders, Martin J. 
McQueen-Mason, Simon 

<120> Modification of Plant Fibres 

<130> 2531-1-001 

<140> 09/383,579 
<141> 1999-08-25 

<150> UK 9818808.9 
<151> 1998-08-29 

<160> 10 

<170> Patentln Ver . 2.1 

<210> 1 
<211> 488 
<212> DNA 

<213> Eucalyptus grandis 



<400> 1 
atgggggggg 


cttgtgggta 


tggcaacctg 


tacagccaag 


gctatggcac 


caacactgca 


60 


gctttgagca 


ctgccctgtt 


caacaatggc 


ctgagctgcg 


gggcatgtta 


cgagatgcgg 


120 


tgcaacgacg 


accccaggtg 


gtgcctcccg 


gggaccatca 


tggtcacggc 


aaccaacttt 


180 


tgccctccca 


acttggccct 


ctccaacgac 


aattgcggct 


ggtgcaaccc 


ccctctccag 


240 


cacttcgata 


tggccgagcc 


tgctttcttg 


cagattgccc 


agtacaaagc 


tgggattgtc 


300 


caggtttcct 


tcagaagggt 


tccgtgtgtg 


aagaaaggag 


gggtaaggtt 


caccatcaat 


360 


gggcactcct 


acttcaactt 


ggtgctgatc 


accaacgtgg 


gaggtgctgg 


tgatgtccat 


420 


tccgtttcca 


tcaagggctc 


gaggactggt 


tggcaagcca 


tgtcaaggaa 


ctggggcaaa 


480 


aactggca 












488 



<210> 2 
<211> 475 
<212> DNA 

<213> Eucalyptus grandis 
<400> 2 

atgggggggg catgcgggta tggcaacctg 

gctttgagca ctgccctgtt caacaatggc 

tgcaacgacg accccaggtg gtgcctcccg 

tgccctccca acttggccct ctccaacgac 

cacttcgata tggccgagcc tgctttcttg 

ccggtttcct tcagaagggt tccgtgtgtg 

gggcactcct acttcagctg tggtgctgat 

ttccgtttcc atcaagagct cgaggactgg 



tacagccaag 


gctatggcac 


caacactgca 


60 


ctgagctgcg 


gggcatgtta 


cgagatgcgg 


120 


gggaccatca 


tggtcacggc 


aaccaacttt 


180 


aatggcggct 


ggtgcaaccc 


ccctctccag 


240 


cagattgccc 


agtacaaagc 


tgggattgtc 


300 


aagaaaggag 


gggtaaggtt 


caccatcaat 


360 


caccaacgtg 


ggaggtgctg 


gtgatgtcca 


420 


ttggcaagcc 


atgtcaagga 


attga 


475 



1 



<210> 3 
<211> 494 
<212> DNA 

<213> Eucalyptus grandis 



<400> 3 
atgggggggg 


catgtggtta 


cggggacctt 


cacagggcca 


cctatggcaa 


gtacagtgcc 


60 


ggcttgagct 


cgatgctgtt 


caacagaggg 


agtacctgcg 


gggcttgctt 


cgagctccgg 


120 


tgcgtcgacc 


acattttgtg 


gtgcctccct 


ggtagcccgt 


cggtgatcct 


caccgccacc 


180 


gacttctgcc 


ctccgaacta 


cgggctcgcg 


gcagattacg 


gcgggtggtg 


caacttcccg 


240 


caggagcact 


tcgagatgtc 


ggaggcggcc 


ttcgccgaga 


ttgcggtgcg 


aagggctgat 


300 


gtggtgccta 


tccagtacag 


gagggtgaac 


tgtctgagaa 


gcggtggtct 


gagattcaca 


360 


ttgagcggaa 


actctcactt 


ctttcaggtc 


y uy dvy ci 


ui~^ ^— a y y ^ k — l~ 


d.y ^yyy y s 


420 


gtgattgcca 


tgaaaatgaa 


gggatcgaaa 




t- = r , ** , rra t- ncrc 
LuLLy uLyyL 




480 


ggcaaaaact 


ggca 










494 


<210> 4 
<211> 437 
<212> DNA 

<213> Eucalyptus grandis 










<400> 4 
atgggttgcc 


accgggtcct 


tgatcctttg 


atggccacgg 


agtgcacatc 


ccctgctccg 


60 


ccgacattgg 


ttatgagcac 


gaggttgaaa 


taagaatggc 


cgttgacggt 


gaaceggate 


120 


cctccgcttc 


tcctgcacc t 


cactcttcgg 


taggccaccg 


ggacgatccc 


ggccctgtac 


180 


tgcgcaatgt 


gctggaagac 


cggctgggag 


aggtcgaaat 


ggagttgagg 


agggtegcac 


240 


caccctcctg 


gagggcagaa 


gttggtcgcc 


gtgaccacaa 


tggcgcccgg 


gaggcaccac 


300 


tgcgggtcgt 


tcacgcaccg 


gagctcaaag 




aye LLayuLL 


u l Ly l. Lyact^ 


3 60 

■J U \J 


aatgcagtgc 


tcagtgcagc 


tgtgtttgtg 


L- ^ y L. d. L-r L, L, 




ai_i~^.i~«_au>aa 


420 


ccacacgccc 


cccccat 










437 


<210> 5 
<211> 437 
<212> DNA 

<213> Eucalyptus grandis 










<400> 5 
atgggttgcc 


accgggtcct 


tgatcctttg 


atggccacgg 


agtgcacatc 


ccctgctccg 


60 


ccgacattgg 


ttatgagcac 


gaggttgaaa 


taagaatggc 


cgttgacggt 


gaaceggate 


120 


cctccgcttc 


tcctgcacct 


cactcttcgg 


taggccacag 


ggacgatccc 


ggccctgtac 


180 


tgcgcaatgt 


gctggaagac 


aggctgggag 


aggtcgaaat 


ggagttgagg 


agggtegcac 


240 


caccctcctg 


gagggcagaa 


gttggtcgcc 


gtgacaacaa 


tggcgcccgg 


gaggcaccac 


300 


tgcgggtcgt 


tcacgcaccg 


gagctcaaag 


cacgcgccgc 


agctcagccc 


attgttgaac 


360 


aatgcagtgc 


tcagtgcagc 


tgtgtttgtg 


ccgtaccctt 


ggctgtatag 


attcccataa 


420 



ccacacgccc cccccat 



437 



<210> 6 
<211> 448 
<212> DNA 

<213> Eucalyptus grandis 
<400> 6 

ccttgacatg gtctgccacc ttgtccgcga acccttcacg gcgaccgagt tgacgttgcc 60 
tgcgccgccg acgtttgtga cgaggacgag cttgaagtat gagttgccgt tgatggtgaa 12 0 
ccggatgcct cctctcctcc tgcacgtcac cctcctgtac gcaacgtgga cgatgccggc 180 
tcggtacttg gcaatgtgct ggaagacggg ctgggagatg tcgaagtggt gttggggcgg 240 
gttgcaccat ccgccggcgt tgtttgggag ggcgttgttt ggcgggcaga agtttgtggc 3 00 
ggtgacgacg atggagccgc ccaggcacca ctttccgtcg ttcacgcacc ggatctcgaa 3 60 
gcacgacccc cagctcagcc cgttttttaa cagcgccgtg ctcagcgccg ccgtgttcgt 420 
accgtagccc tggctgtaca ggttgccg 44 8 



<210> 7 
<211> 19 
<212> DNA 

<213> Eucalyptus grandis 
<220> 

<221> misc_f eature 

<222> (8) . . (8) 

<223> n represents inosine 

<220> 

<221> misc_feature 

<222> (5) . . (5) 

<223> n represents inosine 

<220> 

<221> misc_f eature 
<222> (11) . . (11) 

<223> n represents a, g, t, or c 
<220> 

<221> misc_feature 
<222> (17) . . (17) 

<223> n represents a, g, t, or c 



<400> 7 

atggnggngc ntgtggnta 



19 



<210> 8 
<211> 20 
<212> DNA 

<213> Eucalyptus grandis 
<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n = a, g, t, or c 

<220> 

<221> misc_f eature 
<222> (9) . . (9) 
<223> y = t or c 

<220> 

<221> misc_feature 
<222> (6) . . (6) 
<223> r = a or g 

<220> 

<221> mi sc_f eature 
<222> (18) . . (18) 
<223> r = a or g 

<400> 8 v 

tgccarttyt gnccccartt 

20 

<210> 9 
<211> 992 
<212> DNA 

<213> Cucumis sativus 

<220> 

<221> CDS 

<222> (154) . . (906) 

<400> 9 

gaataattaa caaacattgc cactaattaa tctcatttat taaacacatt tctttttcgc 60 

taatctcccc tttcttcccc ctcttctctt ctaaacccac aaaacaaacc ccacttttct 120 

tcacaaacta ttttcaaata taaacccatt ctt atg get ttt tct tac tea ccc 174 

Met Ala Phe Ser Tyr Ser Pro 
1 5 

ttc ttt gtc ttc acc ttc get 222 
Phe Phe Val Phe Thr Phe Ala 
20 

gec acc ttt tat ggt ggt ggt 2 70 
Ala Thr Phe Tyr Gly Gly Gly 
35 

tgt ggg tat ggg aat tta tac 318 
Cys Gly Tyr Gly Asn Leu Tyr 
50 55 

gcg ctg age act gcg eta ttt 3 66 
Ala Leu Ser Thr Ala Leu Phe 
65 70 

ttc gaa atg act tgt aca aac 414 
Phe Glu Met Thr Cys Thr Asn 



ttc tec tct etc ttt ctt ctt cct ttc 
Phe Ser Ser Leu Phe Leu Leu Pro Phe 
10 15 

gac tac ggt ggc tgg cag age ggc cac 
Asp Tyr Gly Gly Trp Gin Ser Gly His 
25 30 

gac gca tct ggc acc atg ggt gga get 
Asp Ala Ser Gly Thr Met Gly Gly Ala 
40 45 

age caa ggg tat ggc acg aac acg gtg 
Ser Gin Gly Tyr Gly Thr Asn Thr Val 
60 

aac aat gga tta agt tgt ggt get tgc 
Asn Asn Gly Leu Ser Cys Gly Ala Cys 



4 



75 80 85 

gac cct aaa tgg tgc ctt ccg gga act att agg gtc act gcc acc aac 4 62 
Asp Pro Lys Trp Cys Leu Pro Gly Thr lie Arg Val Thr Ala Thr Asn 
90 95 100 

ttt tgc cct cct aac ttt get etc cct aac aac aat ggt gga tgg tgc 510 
Phe Cys Pro Pro Asn Phe Ala Leu Pro Asn Asn Asn Gly Gly Trp Cys 
105 110 115 

aac cct cct etc caa cac ttc gac atg get gag cct gcc ttc ctt caa 558 
Asn Pro Pro Leu Gin His Phe Asp Met Ala Glu Pro Ala Phe Leu Gin 
120 125 130 135 

ate get caa tac cga get ggt ate gtcf ccc gtc tec ttt cgt agg gta 606 
lie Ala Gin Tyr Arg Ala Gly He Val Pro Val Ser Phe Arg Arg Val 
140 145 150 

cca tgt atg aag aaa ggt gga gtg agg ttt aca ate aat ggc cac tea 654 
Pro Cys Met Lys Lys Gly Gly Val Arg Phe Thr He Asn Gly His Ser 
155 160 165 

tac ttc aac etc gtt ttg ate aca aac gtc ggt ggc gca ggc gac gtc 7 02 
Tyr Phe Asn Leu Val Leu He Thr Asn Val Gly Gly Ala Gly Asp Val 
170 175 180 

cac tct gtg teg ata aag ggg tct cga act gga tgg caa tec atg tct 750 
His Ser Val Ser He Lys Gly Ser Arg Thr Gly Trp Gin Ser Met Ser 
185 190 195 

aga aat tgg ggc caa aac tgg caa age aac aac tat etc aat ggc caa 798 
Arg Asn Trp Gly Gin Asn Trp Gin Ser Asn Asn Tyr Leu Asn Gly Gin 
200 205 210 215 

ggc ctt tec ttt caa gtc act ctt agt gat ggt cgc act etc act gcc 846 
Gly Leu Ser Phe Gin Val Thr Leu Ser Asp Gly Arg Thr Leu Thr Ala 
220 225 230 

tat aat etc gtt cct tec aat tgg caa ttt ggc caa acc tat gaa ggc 894 
Tyr Asn Leu Val Pro Ser Asn Trp Gin Phe Gly Gin Thr Tyr Glu Gly 
235 240 245 

cct caa ttc taa accatatcag ccacactgct atgactacta ctacttcaca 946 
Pro Gin Phe 
250 

aaacaaaaca cacaaaacaa acaaacaaca acaaaacgeg aacgac 992 



<210> 10 

<211> 250 

<212> PRT 

<213> Cucumis sativus 



<400> 10 



Met 


Ala 


Phe 


Ser 


Tyr 


Ser 


Pro 


Phe 


Ser 


Ser 


Leu 


Phe 


Leu 


Leu 


Pro Phe 


1 








5 










10 










15 


Phe 


Phe 


Val 


Phe 


Thr 


Phe 


Ala 


Asp 


Tyr 


Gly 


Gly 


Trp 


Gin 


Ser 


Gly His 








20 










25 










30 




Ala 


Thr 


Phe 


Tyr 


Gly 


Gly 


Gly 


Asp 


Ala 


Ser 


Gly 


Thr 


Met 


Gly Gly Ala 






35 










40 










45 






Cys 


Gly 


Tyr 


Gly 


Asn 


Leu 


Tyr 


Ser 


Gin 


Gly 


Tyr 


Gly 


Thr 


Asn 


Thr Val 




50 










55 










60 








Ala 


Leu 


Ser 


Thr 


Ala 


Leu 


Phe 


Asn 


Asn 


Gly 


Leu 


Ser 


Cys 


Gly 


Ala Cys 


65 










70 










75 








80 


Phe 


Glu 


Met 


Thr 


Cys 


Thr 


Asn 


Asp 


Pro 


Lys 


Trp 


Cys 


Leu 


Pro 


Gly Thr 










85 










90 










95 


He 


Arg 


Val 


Thr 


Ala 


Thr 


Asn 


Phe 


Cys 


Pro 


Pro 


Asn 


Phe 


Ala 


Leu Pro 



5 









100 


Asn 


Asn 


Asn 


Gly 






115 




Ala 


Glu 


Pro 


Ala 




130 






Pro 


Val 


Ser 


Phe 


145 








Phe 


Thr 


lie 


Asn 


Val 


Gly 


Gly 


Ala 








180 


Thr 


Gly 


Trp 


Gin 






195 




Asn 


Asn 


Tyr 


Leu 




210 






Asp 


Gly 


Arg 


Thr 


225 








Phe 


Gly 


Gin 


Thr 



Gly Trp Cys Asn 
120 

Phe Leu Gin lie 
135 

Arg Arg Val Pro 
150 

Gly His Ser Tyr 
165 

Gly Asp Val His 

Ser Met Ser Arg 
200 

Asn Gly Gin Gly 
215 

Leu Thr Ala Tyr 
230 

Tyr Glu Gly Pro 
245 



105 








Pro 


Pro 


Leu 


Gin 


Ala 


Gin 


Tyr 


Arg 








140 


Cys 


Met 


Lys 


Lys 






155 




Phe 


Asn 


Leu 


Val 




170 






Ser 


Val 


Ser 


He 


185 








Asn 


Trp 


Gly Gin 


Leu 


Ser 


Phe 


Gin 








220 


Asn 


Leu 


Val 


Pro 






235 




Gin 


Phe 








250 







110 

His Phe Asp Met 

125 

Ala Gly He Val 

Gly Gly Val Arg 
160 

Leu He Thr Asn 
175 

Lys Gly Ser Arg 
190 

Asn Trp Gin Ser 
205 

Val Thr Leu Ser 

Ser Asn Trp Gin 
240 



